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3 <110> 



APPLICANT: LIVSHITS, VITALIY 
ZAKATAEVA, NATALIA 
NAKANISHI, KAZUO 
VENIAMINOVICH, VLADIMIR 
TROSHIN, PETR 
TOKHMAKOVA, IRINA 
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10 <120> TITLE OF INVENTION: METHOD FOR PRODUCING L- AMINO ACIDS 
12 <130> FILE REFERENCE: 0010-1066-0 

14 <140> CURRENT APPLICATION NUMBER: 09/459,573 

15 <141> CURRENT FILING DATE: 1999-12-13 

17 <150> PRIOR APPLICATION NUMBER: RU98124016 

18 <151> PRIOR FILING DATE: 1998-12-30 

20 <150> PRIOR APPLICATION NUMBER: RU99104431 

21 <151> PRIOR FILING DATE: 1999-03-09 
23 <160> NUMBER OF SEQ ID NOS : 24 

25 <170> SOFTWARE: Patentin version 3.0 

27 <210> SEQ ID NO: 1 

28 <211> LENGTH: 27 

29 <212> TYPE: DNA 

30 <213> ORGANISM: Artificial Sequence 

32 <220> FEATURE: 

33 <221> NAME/KEY: inisc_f eature 

34 <223> OTHER INFORMATION: Description of Artificial Sequence: synthetic DNA 
37 <400> SEQUENCE: 1 

3 8 ggcgagctcc cagtaaccgg aaataag 27 

41 <210> SEQ ID NO: 2 

42 <211> LENGTH: 27 

43 <212> TYPE: DNA 

44 <213> ORGANISM: Artificial Sequence 

4 6 <220> FEATURE: 

47 <221> NAME/KEY: misc„f eature 

48 <223> OTHER INFORMATION: Description of Artificial Sequence: synthetic DNA 

51 <400> SEQUENCE: 2 

52 cgctctagaa aggaccacgc attacgg 27 

55 <210> SEQ ID NO: 3 

56 <211> LENGTH: 27 

57 <212> TYPE: DNA 

58 <213> ORGANISM: Artificial Sequence 

60 <2 20> FEATURE: 

61 <221> NAME/KEY: misc_f eature 

62 <223> OTHER INFORMATION: Description of Artificial Sequence: synthetic DNA 

65 <400> SEQUENCE: 3 

66 ggcgagctca gattggttag catattc 27 

69 <210> SEQ ID NO: 4 

70 <211> LENGTH: 27 

71 <212> TYPE: DNA 

72 <213> ORGANISM: Artificial Sequence 
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74 <220> FEATURE: 

7 5 <221> NAME/KEY: misc_f eature 

76 <223> OTHER INFORMATION: Description of Artificial Sequence: synthetic DNA 
7 9 <400> SEQUENCE: 4 

80 cggtctagaa tcagcgaaga atcaggg 27 

83 <210> SEQ ID NO: 5 

84 <211> LENGTH: 27 

85 <212> TYPE: DNA 

86 <213> ORGANISM: Artificial Sequence 

88 <220> FEATURE: 

89 <221> NAME/KEY: misc_f eature 

90 <223> OTHER INFORMATION: Description of Artificial Sequence: synthetic DNA 

93 <400> SEQUENCE: 5 

94 ggcgagctca tgttccgtgt cgggtac 27 

97 <210> SEQ ID NO: 6 

98 <211> LENGTH: 27 

99 <212> TYPE: DNA 

100 <213> ORGANISM: Artificial Sequence 

102 <220> FEATURE: 

103 <221> NAME/KEY: misc_f eature 

104 <223> OTHER INFORMATION: Description of Artificial Sequence: synthetic DNA 

107 <400> SEQUENCE: 6 

108 ggctctagat agcaagttac taagcgg 27 

111 <210> SEQ ID NO: 7 

112 <211> LENGTH: 35 

113 <212> TYPE: DNA 

114 <213> ORGANISM: Artificial Sequence 

116 <220> FEATURE: 

117 <221> NAME/KEY: misc_f eature 

118 <223> OTHER INFORMATION: Description of Artificial Sequence: synthetic DNA 

121 <400> SEQUENCE: 7 

122 ctctgaattc tctcttatta gtttttctga ttgcc 35 

125 <210> SEQ ID NO: 8 

126 <211> LENGTH: 38 

127 <212> TYPE: DNA 

128 <213> ORGANISM: Artificial Sequence 

130 <220> FEATURE: 

131 <221> NAME/KEY: misc_f eature 

132 <223> OTHER INFORMATION: Description of Artificial Sequence: synthetic DNA 

135 <400> SEQUENCE: 8 

136 cgtgacctgc agcgttctca cagcgcggta gcctttaa 38 

139 <210> SEQ ID NO: 9 

140 <211> LENGTH: 672 

141 <212> TYPE: DNA 

142 <213> ORGANISM: Escherichia coli 

144 <220> FEATURE: 

145 <221> NAME/KEY: CDS 

146 <222> LOCATION: (1)..(672) 
148 <400> SEQUENCE: 9 
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217 Leu His Ala Val Tyr Leu Thr Val Gly Leu Phe Val lie Thr Phe Phe 

218 20 25 30 

221 Asn Pro Gly Ala Asn Leu Phe Val Val Val Gin Thr Ser Leu Ala Ser 

222 35 40 45 

225 Gly Arg Arg Ala Gly Val Leu Thr Gly Leu Gly Val Ala Leu Gly Asp 

226 50 55 60 

229 Ala Phe Tyr Ser Gly Leu Gly Leu Phe Gly Leu Ala Thr Leu lie Thr 

230 65 70 75 80 

233 Gin Cys Glu Glu He Phe Ser Leu He Arg He Val Gly Gly Ala Tyr 

234 85 90 95 

237 Leu Leu Trp Phe Ala Trp Cys Ser Met Arg Arg Gin Ser Thr Pro Gin 

238 100 105 110 

241 Met Ser Thr Leu Gin Gin Pro He Ser Ala Pro Trp Tyr Val Phe Phe 

242 115 120 125 

245 Arg Arg Gly Leu He Thr Asp Leu Ser Asn Pro Gin Thr Val Leu Phe 

246 130 135 140 

24 9 Phe He Ser He Phe Ser Val Thr Leu Asn Ala Glu Thr Pro Thr Trp 
250 145 150 155 160 

253 Ala Arg Leu Met Ala Trp Ala Gly He Val Leu Ala Ser He He Trp 

254 165 170 175 

257 Arg Val Phe Leu Ser Gin Ala Phe Ser Leu Pro Ala Val Arg Arg Ala 

258 180 185 190 

261 Tyr Gly Arg Met Gin Arg Val Ala Ser Arg Val He Gly Ala He He 

262 195 200 205 

265 Gly Val Phe Ala Leu Arg Leu He Tyr Glu Gly Val Thr Gin Arg 

266 210 215 220 

269 <210> SEQ ID NO: 11 

270 <211> LENGTH: 639 

271 <212> TYPE: DNA 

272 <213> ORGANISM: Escherichia coli 
274 <220> FEATURE: 

27 5 <221> NAME/KEY: CDS 

276 <222> LOCATION: (1)..C639) 

278 <400> SEQUENCE; 11 

279 ^tg ttc get gaa tac ggg gtt ctg aat tac tgg acc tat ctg gtt ggg 48 

280 Val Phe Ala Glu Tyr Gly Val Leu Asn Tyr Trp Thr Tyr Leu Val Gly 

281 15 10 15 

283 gcc att ttt att gtg ttg gtg oca ggg oca aat acc ctg ttt gta etc 96 

284 Ala He Phe He Val Leu Val Pro Gly Pro Asn Thr Leu Phe Val Leu 

285 20 25 30 

287 aaa aat age gtc agt age ggt atg aaa ggc ggt tat ctt geg gee tgc 144 

288 Lys Asn Ser Val Ser Ser Gly Met Lys Gly Gly Tyr Leu Ala Ala Cys 

289 35 40 45 

291 ggt gta ttt att ggc gat gcg gta ttg atg ttt ctg gea tgg get gga 192 

292 Gly Val Phe He Gly Asp Ala Val Leu Met Phe Leu Ala Trp Ala Gly 

293 50 55 60 

295 gtg gcg aca tta att aag acc acc ccg ata tta ttc aac att gta cgt 24 0 

29 6 Val Ala Thr Leu He Lys Thr Thr Pro He Leu Phe Asn He Val Arg 
297 65 70 75 80 
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